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The PEGS Boston Summit is where the future of 

biologics takes shape. For over 20 years, PEGS is the 

go-to event for protein and antibody engineering, drug 

development, immunotherapy, radiotherapy, and AI/

ML-driven biologics research. New in 2026: a dedicated 

focus on peptides, spotlighting their therapeutic power, 

design innovations, and expanding role in drug discovery. 

With 350+ presentations, breakout sessions, and 

interactive training seminars, PEGS delivers the insights 

and connections you need to stay ahead. The exhibit 

hall buzzes with top technology and service providers, 

giving you a front-row seat to the tools transforming 

the industry. 

Don’t just follow the science—be part of it. Join us at the 

2026 PEGS Boston Summit and connect with the leaders 

shaping what’s next in biologics and beyond. 

Welcome to PEGS Boston
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ELEVATE YOUR PROTEIN & ANTIBODY ENGINEERING RESEARCH

2026 PROGRAMS
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S Display of Biologics Engineering Antibodies
Machine Learning for Protein 

Engineering

Emerging T Cell Engagers Advances in Immunotherapy Next-Generation  
Immunotherapies

Di�cult-to-Express Proteins Optimizing Protein Expression
Maximizing Protein Production 

Workflows

ML and Digital Integration in 
Biotherapeutic Analytics Biophysical Methods

Characterization for Novel  
Biotherapeutics

TS: Introduction to Immunogenicity
Predicting Immunogenicity  

with AI/ML Tools
TS: Bioassay Development & 

Analysis

Biologics for Autoimmune Diseases Frontiers in Radiopharmaceutical 
Therapy

Emerging Peptide Therapeutics

ML and Digital Integration in 
Biotherapeutic Analytics

Predicting Immunogenicity with  
AI/ML Tools

Machine Learning for Protein 
Engineering

TS: Introduction to  
Multispecific Antibodies

Advancing Multispecific Antibodies 
and Combination Therapy to the Clinic

Engineering Bispecific and 
Multispecific Antibodies

Antibodies for Cancer Therapy
Emerging Targets for  
Oncology & Beyond

Driving Clinical Success in  
Antibody-Drug Conjugates

TUESDAY PM - 
WEDNESDAY (MAY 12-13)

THURSDAY – FRIDAY AM  
(MAY 14-15)

MONDAY - 
TUESDAY AM (MAY 11-12)

SUNDAY  
MAY 10

TUESDAY  
MAY 12
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PART A PART B PART C

TS3A: Introduction to Multispecific 
Antibodies: History, Engineering, and 
Applications

TS7A: Introduction to Immunogenicity

TS9A: Introduction to Machine Learning 
for Biologics Design

TS10A: Introduction to Protein Engineering

TS11A: Antibody Drug Discovery: From 
Target to Lead

TS9B: AI-Driven Design of Biologics: A 
Hands-On Guide to Using State-of-the-
Art ML Protein Models

TS10B: Introduction to Antibody-Drug 
Conjugate Design: Targets, Payloads, 
and Linkers

TS11B: Introduction to Peptide 
Therapeutics

TS7C: Bioassay Development and 
Analysis

CONFERENCE AT-A-GLANCE

https://register.cambridgeinnovationinstitute.com/REG/PEG
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PLENARY KEYNOTE SESSIONS

PLENARY KEYNOTE

MONDAY, MAY 11 - 4:15 – 5:55 PM

YOUNG SCIENTIST KEYNOTE

WEDNESDAY, MAY 13 - 8:25 – 9:15 AM

PEGS YOUNG SCIENTIST KEYNOTE ALUMNI PANEL

Innovation in Protein Science with  
Young Scientist Visionaries 

MODERATOR:

James A. Wells, PhD 
Professor, Departments of Pharmaceutical  

Chemistry and Cellular & Molecular  
Pharmacology, University of California,  

San Francisco  

PANELIST:

Kathryn  
Hastie, PhD

Instructor, La Jolla Institute  
for Immunology 

PANELIST:

Jamie Spangler, PhD
Associate Professor,  

Johns Hopkins University 

PANELIST:

Kipp Weiskopf, MD, PhD
Head of Antibody Therapeutics and  
Biologics, Cancer Research Institute,  

Beth Israel Deaconess Medical Center 

PANELIST:

Timothy  
Whitehead, PhD
Professor, University  

of Colorado

PANELIST:

Xin Zhou, PhD
Assistant Professor, 

Harvard Medical School 

THURSDAY, MAY 14 11:35 AM – 12:35 PM

PLENARY FIRESIDE CHAT

How to Think about Designing Smart  
Biologics in the Age of GenAI:

Integrating Biology, Technology, and Experience 

PANELIST:
Joshua  
Meier, PhD
Co-Founder,  
Chai Discovery 

PANELIST:
Surge Biswas, PhD

Founder & CEO,  
Nabla Bio, Inc.

MODERATOR:
Christopher J.  
Langmead, PhD

Executive Director, AI & Data  
for Engineered Biologics, Amgen 

PANELIST:
Rebecca Croasdale- 

Wood, PhD
Senior Director, Augmented Biologics  

Discovery & Design, Biologics  
Engineering, Oncology, AstraZeneca

PANELIST:
Maria Wendt, PhD
Global Head (Vice President)  
of Digital and Biologics Strategy  
and Innovation, Large Molecule  
Research, Novel Modalities,  
Synthetic Biology and AI, Sanoܪ

CARs 2026: New Models and 
New Runways Deep Learning-Based Binder 

Design to Probe Biology
Michel Sadelain, MD, PhD 
Director, Columbia University Initiative in Cell Engineering and 
Therapy (CICET); Director, Cell Therapy Initiative, Herbert Irving 
Comprehensive Cancer Center; Professor of Medicine, Columbia 
University Irving Medical Center

Martin Pacesa, PhD
Assistant Professor, Pharmacology, University of Zurich

https://register.cambridgeinnovationinstitute.com/REG/PEG
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SHORT COURSES IN-PERSON ONLY

*Separate registration required.

SUNDAY, MAY 10  2:00-5:00 PM

SC1: In silico and Machine Learning Tools 
for Antibody Design and Developability 
Predictions
Instructors:

Vinodh B. Kurella, PhD, Research Scientiܪc Associate Director, Global 
Biologics, Takeda Pharmaceuticals, Inc.

Tanmoy Sanyal, PhD, Principal Data Scientist, Large Molecule 
Discovery Group, Amgen

Valentin Stanev, PhD, Associate Principal Data Scientist, AstraZeneca

Ben Williams, PhD, Research Software Engineer, Department of 
Statistics, University of Oxford

Given the exciting pace in the evolution of machine learning tools 
towards antibody design and developability predictions, we plan to 
present an overview in this ܪeld speciܪcity geared towards antibody 
design and developability predictions. There will be a live demo as 
well of few ML tools.

SC2: AI-Driven Predictive Preclinical Models: 
Rethinking the Role of Animal Testing
Instructors:

Sathy Balu-Iyer, PhD, Professor, Pharmaceutical Sciences, SUNY 
Buffalo

Panagiota (Pegy) Foteinou, PhD, Senior Director, Preclinical and Early 
Development, Bristol Myers Squibb

Jochem Gokemeijer, PhD, Distinguished Scientist Biologics, Biologics 
Discovery, Johnson & Johnson

Timothy Hickling, PhD, Consultant, Quasor Ltd.

Vibha Jawa, PhD, Chief Scientiܪc Ofܪcer, Epivax Inc.
Pooja Khanna, PhD, Senior Scientist, Merck

Guilhem Richard, PhD, CTO, EpiVax Inc.

AI-driven predictive models are emerging as powerful tools to 
support preclinical IND activities by simulating human biology and 
forecasting pharmacology, toxicity, and immunogenicity outcomes. 
These approaches, consistent with NAM guidance, reduce reliance 
on animal testing by providing earlier, more human-relevant 
insights into safety and efܪcacy. As a result, animal studies can 
be repositioned as conܪrmatory rather than exploratory, improving 
translational relevance and regulatory alignment.

SC3: Challenges and Opportunities in 
Solid Tumor and Autoimmune Disease 
Therapeutics
Instructor: 

Tony R. Arulanandam, DVM, PhD, CEO and Founder, Synaptimmune 
Therapeutics

This course offers advanced insights into developing next-
generation immunotherapies for solid tumors and autoimmune 
diseases, focusing on identifying new targets, therapeutic methods, 
and emerging biology. It includes detailed analyses of the solid 
tumor microenvironment and the autoimmune diseases space, 
addressing challenges and showcasing successful therapeutic 
strategies across T cell engagers, blocking bispeciܪc antibodies, 
ADCs, CAR-Ts, radioligand therapy and targeted protein degraders.

SC4: Unlocking Immunity: Mastering 
Epitope Analysis and Prediction with IEDB 
and CEDAR Tools & Insights
Instructors:

Nina Blazeska, Senior Project Manager, IEDB and CEDAR Resources, La 
Jolla Institute for Immunology

Zeynep Kosaloglu-Yalcin, PhD, Instructor, La Jolla Institute for 
Immunology

This short course offers an in-depth introduction to the Immune 
Epitope Database and Analysis Resource (IEDB) and Cancer 
Epitope Database and Analysis Resource (CEDAR), designed 
to help scientists harness their full potential for immunological 
research. Participants will receive two focused presentations—
one on navigating the IEDB (https://iedb.org/) and CEDAR (cedar.
iedb.org) databases and another on using powerful prediction 
and analysis tools, including both the classic Analysis Resource 
(http://tools.iedb.org/main/) and the cutting-edge Next-Generation 
Tools (https://nextgen-tools.iedb.org/). The course will feature live 
demonstrations to guide attendees through real-world applications 
of these resources, empowering them to integrate epitope data and 
predictive modeling into their own research workܫows.

SC5: Safety & Efficacy of 
Bispecifics and ADCs
Instructor: 

Rakesh Dixit, PhD, DABT, CEO & President, Bionavigen Oncology, LLC; 
CSO, TMAB Therapeutics, Regio Biosciences

Bispeciܪc immunotherapies and ADCs are the two most rapidly 
advancing therapeutics in the war against cancer. However, efܪcacy 
and safety challenges limit their therapeutic effectiveness in 

resistant and refractory cancers. The short course will discuss ܪve 
rights of the targets, effector arms, and constructs for attaining the 
best therapeutic index for bispeciܪcs and ADCs. Special focus will 
be on attaining the best efܪcacy with minimal toxicities.

TUESDAY, MAY 12  6:30-9:00 PM

SC6: Developability of Bispecific Antibodies
Instructor: 

Nimish Gera, PhD, Founder and Principal Consultant, MABS R US 
Consulting

Bispeciܪc antibodies are a rapidly growing and clinically validated 
class of antibodies with marketed drugs and multiple candidates 
in clinical trials. Targeting multiple antigens in a synergistic 
manner can confer enhanced therapeutic beneܪt and potentially 
uncover novel biological mechanisms. However, multiple formats 
and a tedious candidate selection process to select functional 
and developable bispeciܪc antibodies makes such programs 
cumbersome. This short course highlights the rapid growth in the 
 eld, therapeutic applications, and focuses on challenges withܪ
discovery and development of bispeciܪc antibodies. We will use 
an approved bispeciܪc antibody as a case study to understand 
the varied aspects of discovery and development of bispeciܪc 
antibody programs.

SC7: Targeting the Target: Aligning Target 
and Biologic Format Biology to Achieve 
Desired Outcomes
Instructor: 

Tariq Ghayur, PhD, Tariq Ghayur Consulting, LLC; Entrepreneur in 
Residence, FairJourney Biologics

Receptor–ligand interactions have co-evolved to maintain 
speciܪcity of downstream signaling. However, biologics are not 
natural ligands and, therefore, different biologics to the same 
target (receptor or ligand) can have distinct outcomes. Recent 
advances in various high-throughput analytical technologies, 
biologic-based therapeutic formats, and our understanding of 
disease heterogeneity are & will challenge us to “re-evaluate” our 
discovery and development paradigm(s). In this course we will 
explore, with examples, potential avenues on how to apply these 
new technologies/understanding to select “better” lead candidates 
to achieve “better” desired outcomes.

https://register.cambridgeinnovationinstitute.com/REG/PEG
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SHORT COURSES IN-PERSON ONLY

*Separate registration required.

“Of all the major biomedical research meetings 

I have been to, I have to say that PEGS is still 

my favorite. I am biased since I love to get into 

the weeds of all things within protein and cell 

engineering.”
Mahiuddin A., PhD, President and CSO, VITRUVIAE

SC8: The Dark Proteome: Unlocking Novel 
Targets for Next-Generation Biologics
Instructor: 

Sudhakaran Prabakaran, Co-Founder & CEO, NonExomics

The dark proteome—comprising over 250,000 novel proteins 
from noncoding regions—represents an untapped frontier for 
therapeutic discovery. This course provides protein engineers 
and drug developers frameworks to identify and exploit dark 
antigens: cryptic, noncanonical, and post-translationally modiܪed 
epitopes that enable novel-binding interfaces. Participants will 
learn AI-driven discovery methods, target validation strategies, 
and design principles for engineering biologics against hidden 
epitopes, with applications across oncology, infectious disease, 
and autoimmunity.

SC9: Automation in Action: Hands-on, 
Liquid Handling for Protein & Antibody 
Engineering
Instructors:

Curtis Walton, PhD, Director of Automation and Process Optimization, 
Institute for Protein Innovation

Eloy Salinas, Senior Lab Automation Engineer, Institute for Protein 
Innovation

This short course introduces the principles, techniques, and key 
considerations of automated liquid handling. Participants will 
learn how to develop and optimize an automated assay through an 
interactive experience and live demonstration. The course is offered 
by experts from the Institute for Protein Innovation (IPI), a leader 
in applying cutting-edge automation to advance protein science. 
Participants are encouraged but not required to attend Friday off-
site hands-on session. 
Please note: *A laptop is required to participate

SC10: Best Practices and Advanced 
Applications for Label-Free Interaction 
Analysis in Therapeutic Antibody Discovery
Instructor: 

Yasmina Abdiche, PhD, Senior Vice President, Exploratory Research, 
OmniAb Inc.

This short course will provide simple guidelines for best practices 
of interaction analysis using commonly-used commercial label–free 
biosensors in the characterisation of therapeutic antibodies. We will 
focus mainly on the use of surface plasmon resonance (SPR) and 
biolayer interferometry (BLI). First, we will address best practices 
for generating high-quality binding kinetic and afܪnity data. Then 
we will do a deep dive into epitope binning. A basic knowledge of 
interaction analysis is assumed, but “all-comers” should ܪnd this 
course helpful. We will review several case studies together to 
reinforce these concepts.

https://register.cambridgeinnovationinstitute.com/REG/PEG
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Training Seminars Will Be Held In Person Only
To ensure a cohesive and focused learning environment, moving between 

conference sessions and the training seminars is not allowed

MONDAY, MAY 11, 2026  8:30 AM - 6:00 PM  
TUESDAY, MAY 12, 2026  8:30 AM - 12:45 PM

TS3A: Introduction to Multispecific Antibodies:  
History, Engineering, and Applications
Instructor: 
G. Jonah Rainey, PhD, Associate Vice President, Eli Lilly and Company
Introduction to Multispeciܪc Antibodies is an informative and 
practical guide to getting up to speed on critical aspects of 
multispeciܪc antibody therapeutics. Topics will include historical 
successes, failures, and lessons learned. Speciܪc practical 
instruction will span mechanisms of action, engineering, 
developability, regulatory considerations, and translational 
guidelines. Perspectives on ideal implementation of multispeciܪcs 
as targeted and immunomodulatory approaches will be discussed.

TS7A: Introduction to Immunogenicity
Instructors:
Chloé Ackaert, PhD, Senior Scientist, Immunogenicity, IQVIA 
Laboratories
Timothy Hickling, PhD, Consultant, Quasor Ltd.
Soܪe Pattyn, Founder & CTO, IQVIA Laboratories
This 1.5-day training seminar provides a practical, comprehensive 
overview of immunogenicity—the causes, how to assess, predict, 
and prevent, and what to do if you observe immunogenicity 
during preclinical, clinical, and post-market approval. The seminar 
begins by detailing the science behind immunogenicity, the 
latest international guidance, followed by assay and bioanalytical 
assessment strategies for traditional and emerging biologics. Other 
topics include predictive models, the role of AI/ML, and reporting 
immunogenicity.

TS9A: Introduction to Machine Learning for 
Biologics Design
Instructors:

Francis Gaudreault, PhD, Associate Research Ofܪcer, Human Health 
Therapeutics, National Research Council Canada

Wanlei Wei, PhD, Research Ofܪcer, Computer-Aided Drug Discovery, 
National Research Council Canada

This course offers an introduction to concepts, strategies, and 
machine learning methods used for biologics design. It includes 
presentations and demonstrations of the methods used in the 
 eld, covering techniques such as triaging sequences, modulatingܪ
afܪnity, and designing antibody libraries, along with increasing 
manufacturability. The course is directed at scientists new to the 
 eld and protein engineers wanting an introduction to how machineܪ
learning can aid in guiding biologics design.

TS10A: Introduction to Protein Engineering
Instructor: 
David Bramhill, PhD, Founder, Bramhill Biological Consulting LLC

This course presents a comprehensive tutorial in the concepts, 
strategies, and latest tools of protein engineering applied to 
biotherapeutic research and development, particularly antibody-
related products. The class is for scientists new to industry or 
working in support roles, academics, and protein scientists wanting 
a detailed update on the current state of the ܪeld.

TS11A: Antibody Drug Discovery: From 
Target to Lead
Instructor: 
Zhiqiang An, PhD, Professor, Robert A. Welch Distinguished University 
Chair in Chemistry; Director, Texas Therapeutics Institute; Director, 
CPRIT Core for Antibody Drug Discovery; Vice President, Drug 
Discovery, University of Texas Health Science Center at Houston

Over 200 antibody-based therapies have been approved for treating 
almost all major human diseases. Drug modalities include, but are 
not limited to, mAbs, bispeciܪcs, ADCs, CAR-Ts, antibody-protein 
fusions, and fragments. Half of the top 20 bestselling prescription 
medicines in 2024 are antibodies. More than 50% of the new 
drugs in clinical development are antibody-based. This course will 
comprehensively review state-of-the-art concepts, methodologies, 
and trends in therapeutic antibody discovery and development.

TUESDAY, MAY 12, 2026  2:20 PM - 6:10 PM 
WEDNESDAY, MAY 13, 2026  10:00 AM - 6:20 PM

TS9B: AI-Driven Design of Biologics: A 
Hands-On Guide to Using State-of-the-Art 
ML Protein Models
Instructor: 
David P. Nannemann, PhD, Vice President, Rosetta Commons Foundation

Since 2021, artiܪcial intelligence models have revolutionized 
AI-driven biologics development, enabling breakthroughs in 
structure prediction, sequence design, and protein engineering. 
This course equips researchers and professionals with the 
expertise to leverage cutting-edge tools for structure prediction 
(AlphaFold, ImmuneBuilder), protein engineering with protein 
language models (ESM, AntiBERTy) and structure-based design 
(ProteinMPNN and RFDiffusion). Through a blend of lectures and 
hands-on exercises, participants will learn best practices for tool 
selection, method optimization, and design selection. By exploring 
real-world applications and emerging techniques, such as BindCraft 
and RFAntibody, attendees will gain a practical understanding of 
performance capabilities, limitations, and effective workܫows.

TS10B: Introduction to Antibody-Drug 
Conjugate Design: Targets, Payloads, 
and Linkers
Instructors:
Robert J. Lutz, PhD, CDO, Synthis Therapeutics
Nathan L. Tumey, PhD, Associate Professor, Pharmaceutical Sciences, 
SUNY Binghamton

In this training seminar, your instructors will take you on a journey 
through the history of ADC technology, the current status of the 
ADC ܪeld, and the most promising up-and-coming technologies that 
will shape the ADCs of tomorrow. We will place particular emphasis 
on design principles that can be applied to next generation ADC 
programs, whether in oncology applications or in a myriad of 
other therapeutic applications. We will introduce various assay 
strategies, experimental approaches, and technical insights that 
will enable participants to have both a practical and a theoretical 
understanding of the inner-workings of a successful ADC program. 
Your instructors are seasoned ADC experts that have been involved 
in numerous ADC programs in academia, in big pharma, and in 
biotechnology companies.

TS11B: Introduction to Peptide Therapeutics
Instructor: 
Sepideh Afshar, PhD, Senior Director, Head of Peptide Therapeutics, 
Genentech Inc.

This course provides a comprehensive introduction to the rapidly 
expanding ܪeld of peptide-based therapeutics. Students will 
explore how peptides are designed, synthesized, modiܪed, and 
developed into clinically relevant drugs. Through an integrated blend 
of scientiܪc concepts and real-world applications, learners will 
gain a foundational understanding of peptide structure–function 
relationships, drug delivery challenges, formulation strategies, and 
the regulatory landscape shaping modern peptide medicines

THURSDAY, MAY 14, 2026  8:30 AM - 5:40 PM  
FRIDAY, MAY 15, 2026  8:30 AM - 12:15 PM

TS7C: Bioassay Development and Analysis
Instructor: 
Steven Walܪsh, Principal CMC Statistician, Iovance Biotherapeutics
This course will focus on factors to be considered in the 
design, development, and validation of bioassays. The course 
introduces terminology and important statistical tools and best 
practices. Examples and case studies will be provided to help 
solidify understanding on the topics of design and development, 
robustness, validation, and post-validation. Relevant pharmacopeial 
and EUA regulations will be highlighted.

https://register.cambridgeinnovationinstitute.com/REG/PEG
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MAY 11-12

Display of Biologics

AGENDA

MAY 12-13

Engineering Antibodies

AGENDA

MAY 14-15

Machine Learning for  
Protein Engineering

AGENDA

ENGINEERING  
STREAM

The Engineering Stream at the PEGS Boston Summit brings together leaders 
in protein and antibody engineering to highlight novel discovery platforms and 
their applications, enabling precision targeting and conditional activation, and 
approaches combining experimental with in silico methods. Be informed of the 
latest trends and technologies to gain insights into strategies to improve the 
function and targeting of antibodies. 

Engineering Novel Biologics with 

Precision Targeting

ENGINEERING  
STREAM  

CONFERENCES

https://register.cambridgeinnovationinstitute.com/REG/PEG
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ENGINEERING  
STREAM

MAY 11-12, 202628TH ANNUAL

DISPLAY OF BIOLOGICS
Imagining the Next Generaࢼon of Biologics

SUNDAY, MAY 10

2:00 pm Recommended Pre-Conference Short Course

SC3: AI-Driven Predictive Preclinical Models: Rethinking the Role 
of Animal Testing 
*Separate registration required. See short course page for details.

MONDAY, MAY 11

7:00 am Registration and Morning Coffee

8:20 Organizer’s Opening Remarks

NEW TECHNOLOGIES

8:25 Chairperson’s Remarks

Andrew R.M. Bradbury, MD, PhD, CSO, Speciܪca, an IQVIA business

8:30 KEYNOTE PRESENTATION: History of 
Checkpoint Blockade Therapy for Cancer
Nils Lonberg, PhD, CEO, Tripeaks Therapeutics; 

Executive in Residence, Canaan Partners

The recent emergence of immunotherapy as a new pillar of 
cancer treatment is largely due to the success of immune-
checkpoint blockade drugs, which block receptors such 
as CTLA4 and PD1, and ligands, such as PDL1, involved 
in pathways that attenuate T cell activation. Improvement 
over the ܪrst generation of these drugs was frustratingly 
slow over the last decade; however, exciting new drugs and 
combinations are now beginning to appear.

9:00 New Insights into Antibody-Mediated Immunity

Arturo Casadevall, PhD, Professor & Chair, Molecular Microbiology & 
Immunology, Johns Hopkins University

Antibodies have now been shown to modulate microbial function 
and to digest microbial antigens through catalytic activity. These 
 ndings suggest new ways to harness antibody-mediatedܪ
immunity in the design of therapeutic immunoglobulins and 
protective vaccines.

9:30 One Antibody to Rule Them All: Consensus Antigen 
Design for Discovering Broadly Neutralizing Antibodies

Esperanza Rivera de Torre, PhD, Assistant Professor, Center for 
Antibody Technologies, Department of Bioengineering, Technical 
University of Denmark

Antibody speciܪcity and afܪnity determine effective neutralization. 
We developed a consensus antigen design strategy that captures 

the average sequence and structure of protein families to enrich for 
broadly cross-reactive antibodies. Applied to spider, scorpion, and 
snake venoms, this approach addresses the need for economically 
viable regional antivenoms. Screening a naïve phage display 
library yielded antibodies binding multiple toxins and providing 
in vivo protection, with demonstrated translational relevance and 
clinical potential.

10:00 Presentation to be Announced

10:30 Networking Coffee Break

11:00 KEYNOTE PRESENTATION: Fifty Years 
of Monoclonals: From Hybridomas to Next-
Generation Antibody Therapeutics

Paul J. Carter, PhD, Genentech Fellow, Antibody 
Engineering, Genentech

The invention of hybridoma technology by Köhler and Milstein 
in 1975 ultimately led to over 200 antibody therapeutics, 
bringing beneܪt to millions of patients. This keynote will 
trace the remarkable rise of antibody therapeutics including 
bispeciܪcs, antibody-drug conjugates, and CAR T cells. 
Future progress with antibody therapeutics will surely 
be accelerated by artiܪcial intelligence, including multi-
parameter optimization.

11:30 A Universal Monoallelic Human Leukocyte Antigen 
Class II Immunopeptidomic Platform for Defining 
Therapeutic Protein Immunogenicity Potential
Robert Siegel, PhD, Vice President, Laboratory for Experimental 
Medicine, Eli Lilly and Company

Deܪning the exact sequences presented by HLA Class II molecules 
is essential for understanding immunogenicity potential of 
biotherapeutics. HLA heterozygosity complicates connecting the 
sequences associated with alleles and percentage of patients with 
potential anti-drug responses. This presentation will describe a 
diverse, robust, and reproducible monoallelic HLA-DRB1 system 
in professional antigen-presenting cells capable of examining 
the immunogenic potential of any human IgG. A case study with 
adalimumab will be discussed.

12:00 pm Session Break

Lighting the Path to Cures

12:10 Luncheon Presentation to be Announced

12:40 LUNCHEON PRESENTATION: How a 
‘Switchable’ Yeast, Antibody Libraries, and 
Laboratory Robotics Enable 
4-Week Hit Discovery
Speaker to be Announced, Neochromosome Inc

Developed by the team behind Sc2.0’s synthetic yeast genome, 
neoSwitch is a yeast strain that ܫips between surface display 
and secretion with a simple media change—eliminating antibody 
reformatting and host switching. Neo offers high-diversity naïve 
VHH and scFv libraries (>10^9) for rapid, ܪrst-pass discovery, 
and we routinely design, build, and transform custom libraries 
for partners. Paired with the Opentrons Flex, neoSwitch enables 
turnkey, automatable workܫows—including protein puriܪcation—to 
accelerate hit-to-lead.

1:10 Session Break

NAVIGATING EPISTASIS IN PROTEIN 
ENGINEERING

1:15 Chairperson’s Remarks

K. Dane Wittrup, PhD, C.P. Dubbs Professor, Chemical Engineering & 
Bioengineering, Massachusetts Institute of Technology

1:20 Advancements in Machine Learning-Assisted Protein 
Fitness Optimization
Jason Yang, PhD Candidate, Chemical Engineering, California Institute 
of Technology

Here, I present frameworks for iterative, ML-assisted protein 
optimization: Active Learning-assisted Directed Evolution (ALDE) 
and Steered Generation for Protein Optimization (SGPO). Besides 
showing strong in silico performance, three rounds of wet-lab 
experimentation with ALDE enabled rapid optimization of ܪve 
epistatic residues in the active site of an enzyme, yielding an ideal 
variant with a non-obvious (non-additive) combination of mutants.

1:50 The Cause and Consequence of Epistasis in 
Protein Evolution
Nobuhiko Tokuriki, PhD, Professor, Michael Smith Laboratories, 
University of British Columbia

I will discuss key molecular properties that can be associated 
with evolvability of proteins, the ability of proteins to promptly 
evolve a new function. Especially, I will discuss the causes 
and consequences of mutational epistasis, interactions 
between mutational effects that affect the pathways and 
outcomes of evolution.
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2:20 AI-Generated Protein-Function Prediction with 
Therapeutic Applications
Lucy J. Colwell, PhD, Research Scientist, Google UK Ltd.

2:50 Presentation to be Announced

3:20 Networking Coffee & Refreshment Break

4:05 Transition to Plenary Keynote Session

PLENARY KEYNOTE

4:15 Plenary Keynote Introduction
Mahiuddin Ahmed, PhD, President and 
CSO, VITRUVIAE

4:25 CARs 2026: New Models 
and New Runways
Michel Sadelain, MD, PhD, Director, Columbia 

University Initiative in Cell Engineering and Therapy (CICET); 
Director, Cell Therapy Initiative, Herbert Irving Comprehensive 
Cancer Center; Professor of Medicine, Columbia University 
Irving Medical Center

T cell engineering holds great promise for the treatment of 
cancers and other pathologies. The original chimeric antigen 
receptor (CAR) prototypes targeting CD19 are now giving way 
to further reܪned receptors endowed with greater sensitivity 
and combinatorial possibilities. Emerging new targets and 
engineering tools augur favorably for broadening the use of 
CAR therapies.

YOUNG SCIENTIST KEYNOTE

5:10 Deep Learning-Based Binder Design to 
Probe Biology

Martin Pacesa, PhD, Assistant Professor, 
Pharmacology, University of Zurich

Protein-protein interactions are central to biology and drug 
discovery, yet traditional antibody generation is slow and 
costly. BindCraft is an open-source, automated computational 
pipeline for de novo protein binder design that routinely yields 
nanomolar binders with 10-100% experimental success, 
without high-throughput screening or maturation. We illustrate 
applications to peptides, cell-surface receptors, allergens, 
and gene editors, and outline how deep-learning workܫows 
can accelerate next-generation therapeutics, diagnostics, and 
bioprocessing.

5:55 Welcome Reception in the Exhibit Hall with Poster Viewing

6:10 Young Scientist Meet-Up

Young Scientist Meet-Up in the Exhibit Hall.  Please see Networking 
Events Page for details.

7:15 Close of Day

TUESDAY, MAY 12

7:45 am Registration and Morning Coffee

ENGINEERING FOR RADIOPHARM AND 
CHEMOTHERAPY

8:30 Chairperson’s Remarks

Jennifer R. Cochran, PhD, Senior Associate Vice Provost for Research 
and Macovski Professor of Bioengineering, Stanford University

8:35 Engineering Cyclotides as Orally Bioavailable 
Inܫammatory Cytokine Antagonists
K. Dane Wittrup, PhD, C.P. Dubbs Professor, Chemical Engineering & 
Bioengineering, Massachusetts Institute of Technology

The ܪrst naturally occurring cyclotide, a circularized disulܪde-rich 
protein, was discovered as the active ingredient of a folk medicine 
brewed as a tea. These small cyclic proteins exhibit remarkable 
oral bioavailability. Combining this property with antibody-like 
recognition of arbitrary targets would enable new oral therapeutic 
modalities for interrupting inܫammatory cytokine cascades. We will 
present our progress in designing pre-immune cyclotide repertoires, 
minimizing polyspeciܪcity, and accelerating lead optimization.

9:05 Radiolabeled Camelids against FAP Discovered with 
Immunization and Phage Display

Sam Massa, PhD, Head, Protein R&D and CMC, Precirix

Single domain antibodies (sdAbs or VHHs) are the smallest 
antibody-derived fragments with beneܪcial pharmacokinetic 
properties for molecular imaging and targeted radionuclide 
therapy. This talk will focus on the generation, selection, and 
characterization of sdAb 4AH29 targeting FAP. After conjugation 
to DOTA, the resulting drug products [68Ga]Ga-DOTA-4AH29 and 
[225Ac]Ac-DOTA-4AH29 showed the potential of radiolabeled sdAb 
4AH29 as a radiotheranostic agent for FAP-positive cancers.

9:35 Discovery and Development of ECM-Specific 
Nanobodies for Targeted Radioligand Therapy
Noor Jailkhani, PhD, CEO & Co-Founder, Matrisome Bio

We are targeting the disease-associated extracellular matrix or 
ECM within tumors and metastases, which offers a compelling new 
therapeutic avenue. This talk will highlight the discovery of high-

afܪnity nanobodies (via phage-display) against ECM proteins and 
their subsequent engineering as radioisotope carriers, enabling the 
precise delivery of highly differentiated radioligand therapies.

10:05 Presentation to be Announced

10:35 Coffee Break in the Exhibit Hall with 
Poster Viewing

EVERYTHING BUT VANILLA IgGs: AN 
OVERVIEW OF THE RISING THERAPEUTIC 
POTENTIAL OF PEPTIDES AND VHH

11:14 Chairperson’s Remarks

Andrew Buchanan, PhD, FRSC, Head of Discovery, Stealth Mode 
Biotech

11:15 Bicycle Molecules as Precision Guided Therapeutics, 
from Libraries to Leads and Beyond

Katie Gaynor, PhD, Principal Scientist, Bicycle Therapeutics

Bicycle’s proprietary phage display-screening platform uses 
synthetic biology to rapidly screen large libraries of chemically-
stabilised bi-cyclic peptides against a wide spectrum of targets, 
including those which conventional small molecules and biologics 
have not proven optimal. High-quality hits are chemically optimized 
using structural and computation tools into leads with drug-like 
properties. Conjugation of payloads including toxins, radioisotopes, 
and oligonucleotides, has created therapeutic modalities some of 
which have progressed to the clinic.

11:45 Anti-Von Willebrand Factor NANOBODY® Compound 
Cablivi Story from Conception to Commercialization
Benedikte Serruys, PhD, Global Head Biologics Innovation, Large 
Molecule Research Platform, Sanoܪ
Caplacizumab, a revolutionary anti-von Willebrand Factor 
NANOBODY compound, emerged from two decades of innovation 
at Sanoܪ. This presentation chronicles the complete development 
journey from llama immunization in 2003, through major regulatory 
approvals, starting with EMA (2018) and FDA (2019). The 
HERCULES pivotal trial demonstrated signiܪcant clinical beneܪts 
in aTTP patients. As the ܪrst approved NANOBODY therapeutic, 
caplacizumab has established a new treatment paradigm for this 
rare blood disorder.

12:15 pm From Target to Therapeutic: Cryo-EM 
as a Catalyst for Antibody Development
Christopher Arthur, CSO, Structural Biology, FairJourney Biologics SA

12:45 Session Break

ENGINEERING  
STREAM

MAY 11-12, 202628TH ANNUAL

DISPLAY OF BIOLOGICS
Imagining the Next Generaࢼon of Biologics
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12:50 LUNCHEON PRESENTATION: CDR-
Scanning for Antibody Engineering and Species 
Cross-Reactivity
Ross Chambers, Vice President, Antibody Discovery, Integral Molecular

We developed CDR-scanning, a high-throughput method that 
mutates each antibody CDR residue to all 19 other amino acids. 
Variant analysis generates a dataset that guides engineering to 
improve binding, developability, and other properties. Testing 
against orthologs enables engineering of cross-species reactivity, 
facilitating preclinical evaluation. CDR-scanning also strengthens 
antibody genus patent claims by supporting enablement and written 
description. The resulting datasets can train AI/ML models to 
improve antibody performance and design.

1:20 Luncheon Presentation to be Announced

1:50 Close of Display of Biologics Conference

6:30 Recommended Dinner Short Course

SC7: Targeting the Target: Aligning Target and Biologic Format 
Biology to Achieve Desired Outcomes 
*Separate registration required. See short course page for details.

ENGINEERING  
STREAM

MAY 11-12, 202628TH ANNUAL

DISPLAY OF BIOLOGICS
Imagining the Next Generaࢼon of Biologics
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ENGINEERING  
STREAM

MAY 12-13, 202627TH ANNUAL

ENGINEERING ANTIBODIES
New Strategies and Science for Engineering Next-Generaࢼon Biotherapeuࢼcs

SUNDAY, MAY 10

2:00 pm Recommended Pre-Conference Short Course

SC1: In silico and Machine Learning Tools for Antibody Design and 
Developability Prediction 
*Separate registration required. See short course page for details.

TUESDAY, MAY 12

1:50 pm Networking Coffee & Dessert Break in the Exhibit 
Hall with Poster Viewing

2:20 Organizer’s Opening Remarks

PROGRESS IN ADVANCING SMALL PROTEIN 
SCAFFOLDS

2:25 Chairperson’s Remarks

Christopher M. Koth, PhD, Vice President, Biotherapeutics, Discovery 
Sciences, Denali Therapeutics Inc.

2:30 Lessons Learned from Comprehensive Biophysical 
Profiling of Clinical Stage Single Domain Antibodies
Gilad Kaplan, PhD, Director, Protein Analytics & Developability, 
Biologics Engineering, AstraZeneca

Single-domain antibodies (sdAbs) are compact, stable, single-chain 
biologics increasingly used in diagnostics, radio-immunoconjugates, 
and multispeciܪcs. As a newer therapeutic format, the 
developability rules for sdAb containing Biologics are still emerging. 
We share lessons from the comprehensive biophysical proܪling of 
>30 clinical-stage sdAbs in the VHH-Fc and VHH formats, spanning 
developability and manufacturability metrics, alongside preliminary 
in vivo PK results.

3:00 Language Model Aided DARPin Maturation toward 
Hostile Biological Environment
Zhilei Chen, PhD, Professor, Medicinal Protein Lab, Texas A&M 
University

Enteric diseases are common human ailments. However, 
conventional biologics are not suited for enteric applications due 
to their susceptibility to degradation in the protease-rich hostile 
environment of the GI tract. Using click display, which directly links 
the protein library to the coding cDNA, and a language model to 
access “naturalness,” we report the engineering of protein-stable 
DARPins for potent neutralization of C. difܪcile toxin TcdB as oral 
therapeutic candidates.

3:30 Next-Generation Bispecific Antibody 
Manufacturing Based on an Innovative 
Modular Toolbox
Stefan Schmidt, CEO, evitria AG

4:00 Refreshment Break in the Exhibit Hall with Poster Viewing

4:10 Speed Networking

Speed Networking in the Exhibit Hall.  Please see Networking 
Events Page for more details.

ENGINEERING DELIVERY TO THE BRAIN
4:40 Next-Generation Antibody Shuttles for CNS Protein 
and Nucleic Acid Delivery
Peter M. Tessier, PhD, Albert M. Mattocks Professor, Pharmaceutical 
Sciences & Chemical Engineering, University of Michigan
The modest ability of antibodies to penetrate the blood-brain 
barrier severely limits their use in therapeutic applications. We are 
developing antibody shuttles that target CNS proteins to mediate 
enhanced and selective CNS targeting and, in some cases, long-
lived CNS retention. Here we will discuss our recent progress in 
engineering next-generation transferrin receptor and CD98hc-
targeted CNS shuttles, as well as their application for delivering 
proteins and nucleic acids for therapeutic applications.

5:10 Identification of Variable Lymphocyte Receptors That 
Target the Blood-Brain Barrier

Eric V. Shusta, PhD, Howard Curler Distinguished Professor, Chemical 
& Biological Engineering, University of Wisconsin, Madison
The blood-brain barrier presents a major obstacle to brain 
drug delivery. We have developed an enabling platform for 
the identiܪcation of blood-brain barrier targeting antibody-like 
molecules known as Variable Lymphocyte Receptors (VLRs). These 
VLRs could ultimately be used to ferry drug cargo into the brain. 
Here we will describe our recent efforts to identify and validate such 
blood-brain barrier targeting VLRs.

5:40 Mechanisms Underlying Enhanced Brain Exposure by 
Dual-Targeting the Transferrin Receptor and CD98hc

Christopher M. Koth, PhD, Vice President, Biotherapeutics, Discovery 
Sciences, Denali Therapeutics Inc.
Targeting blood–brain barrier receptors enables brain delivery of 
biologics. We engineered an Fc-based dual transport vehicle (TV) 
that targets transferrin receptor (TfR) and CD98hc, combining 
rapid TfR-driven uptake with CD98hc-mediated retention. Dual TVs 
achieve higher brain concentrations than single-receptor formats. 
Adjusting TfR/CD98hc afܪnities tunes exposure kinetics and 
biodistribution. A mechanistic model links architectural designs to 
brain PK, guiding optimization of brain-penetrant biologics.

6:10 Close of Day

6:30 Recommended Dinner Short Course

SC7: Targeting the Target: Aligning Target and Biologic Format 
Biology to Achieve Desired Outcomes 
*Separate registration required. See short course page for details.

WEDNESDAY, MAY 13

8:00 am Registration Open

PEGS YOUNG SCIENTIST 
KEYNOTE ALUMNI PANEL

8:25 Chairperson’s Remarks

8:30 Innovation in Protein Science with Young-
Scientist Visionaries

 

Moderator: James A. Wells, PhD, Professor, Departments 
of Pharmaceutical Chemistry and Cellular & Molecular 
Pharmacology, University of California, San Francisco

2026 marks the 10-year anniversary of the PEGS Young 
Scientist Keynote, and these honorees have been selected for 
their outstanding contributions to the ܪeld of protein science 
and engineering. Our panel of YSK alumni will discuss the 
recent course of these contributions and discuss the factors 
that allowed them to quickly launch successful labs and 
research groups.

Panelists:
Kathryn M. Hastie, PhD, Instructor and Director of 
Antibody Discovery, La Jolla Institute for Immunology
Jamie B. Spangler, PhD, Associate Professor, Biomedical 
and Chemical & Biomolecular Engineering, Johns 
Hopkins University
Kipp Weiskopf, MD, PhD, Head of Antibody Therapeutics and 
Biologics, Cancer Research Institute, Beth Israel Deaconess 
Medical Center; Assistant Professor of Medicine & Physician, 
Department of Medical Oncology, Dana-Farber Cancer Institute, 
Harvard Medical School
Timothy A. Whitehead, PhD, Professor, Chemical & Biological 
Engineering, University of Colorado, Boulder
Xin Zhou, PhD, Assistant Professor, Biological Chemistry 
& Molecular Pharmacology, Dana-Farber Cancer Institute, 
Harvard Medical School
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9:15 Coffee Break in the Exhibit Hall with Poster Viewing

9:20 Mentoring Meet-Up

Mentoring Meet-Up in the Exhibit Hall.  Please see the Networking 
Events Page for more details.

PANEL DISCUSSION

10:05 PANEL DISCUSSION: Near-Term Challenges for ML/
AI in Biotherapeutic R&D
Moderator: Peter M. Tessier, PhD, Albert M. Mattocks Professor, 
Pharmaceutical Sciences & Chemical Engineering, University of 
Michigan

This panel will examine the state of AI and machine learning 
in biologics R&D, focusing on the data foundations needed for 
trustworthy models, the technology’s ability to tackle complex 
targets, and the limits of current predictive power. Our group will 
explore practical design strategies, evaluate zero-shot versus 
iterative workܫows, and highlight where AI already delivers value—
and where future advances such as accurate immunogenicity 
prediction may emerge.

Panelists:

Andrew Buchanan, PhD, FRSC, Head of Discovery, Stealth Mode 
Biotech

Norbert Furtmann, PhD, Head, Biologics AI & Design, Large Molecules 
Research, Sanoܪ
Konrad S. Krawczyk, PhD, Founder & CSO, NaturalAntibody SA

Andrew C.R. Martin, DPhil, Emeritus Professor of Bioinformatics and 
Computational Biology, University College London

Qing Chai, PhD, AVP, Computational Science, Biotechnology Discovery 
Research, Eli Lilly and Company

Bernhardt L.Trout, PhD, Professor, Chemical Engineering, 
Massachusetts Institute of Technology

11:05 Presentation to be Announced

11:35 Session Break

11:40 Luncheon Presentation to be Announced

12:10 pm Luncheon Presentation 
to be Announced

INTERACTIVE BREAKOUT DISCUSSIONS

12:40 Find Your Table and Meet Your Discussion Moderator

12:50 Interactive Roundtable Discussions

Interactive Roundtable Discussions are informal, moderated 

discussions, allowing participants to exchange ideas and 
experiences and develop future collaborations around a focused 
topic. Each discussion will be led by a facilitator who keeps the 
discussion on track and the group engaged. To get the most out 
of this format, please come prepared to share examples from 
your work, be a part of a collective, problem-solving session, 
and participate in active idea sharing. Please visit the Interactive 
Roundtable Discussions page on the conference website for a 
complete listing of topics and descriptions.

TABLE: Optimizing the CNS Delivery of Biotherapeutics

Christopher M. Koth, PhD, Vice President, Biotherapeutics, Discovery 
Sciences, Denali Therapeutics Inc.

TABLE: Strategies and Metrics for Discovering Drug-Like 
Internalizing Antibodies
Jie Zhou, PhD, Assistant Professor, Radiation and Cellular Oncology, 
Chemistry, University of Chicago

MACHINE-LEARNING USE CASES IN 
PROTEIN ENGINEERING

1:35 Chairperson’s Remarks

Gilad Kaplan, PhD, Director, Protein Analytics & Developability, 
Biologics Engineering, AstraZeneca

1:40 PROPERMAB: An Integrative Framework for in 

silico Prediction of Antibody Developability Using 
Machine Learning
Bian Li, PhD, Principal Scientist, Therapeutic Proteins, Regeneron

Accurately predicting developability characteristics is a pivotal 
yet challenging task in antibody therapeutic development. To 
overcome the limitations of small training datasets, we designed 
and implemented an integrative antibody feature engineering 
and machine learning framework called PROPERMAB. Using 
this framework, we developed predictive models for antibody 
hydrophobic interaction chromatography retention time and high-
concentration viscosity. We also demonstrate the potential to scale 
our approach to repertoire-scale sequence datasets.

2:10 Leveraging Experimental Affinity Data to Train AI for 
High-Affinity Antibody Design
Yejin Kim, PhD, Associate Professor, Department of Health Data 
Science and Artiܪcial Intelligence, University of Texas Health Science 
Center at Houston

Experimental afܪnity data provide valuable guidance for AI-
driven antibody design. We introduce an AI model that integrates 

structural context with experimentally measured afܪnities to guide 
sequence generation. Our model improves predicted binding afܪnity 
compared to a general protein language model in in silico validation, 
and ongoing experimental studies are revealing important insights 
into the interplay between afܪnity optimization and antibody 
developability.

2:40 KEYNOTE PRESENTATION: Unbiased 
Deep Screening of Antibody-Antigen 
Interactions

Timothy A. Whitehead, PhD, Professor, Chemical & Biological 
Engineering, University of Colorado, Boulder

Massive, quantitative datasets on sequence-binding potency 
are necessary for training AI to learn antibody-antigen 
molecular recognition. My group has developed quantitative 
cDNA and yeast display platforms for evaluating antibody-
antigen interactions at scale. In unpublished work, we 
use yeast-based MAGMA-seq (Petersen et al, NCOMMS 
2024; Kirby et al PNAS 2025) to identify antigen sequences 
recognized by the germline-encoded human antibody 
repertoire. I’ll also describe a new cDNA-based library on 
library assay.

Lighting the Path to Cures

3:10 Presentation to be Announced

3:40 Ice Cream & Coffee Break in the Exhibit 
Hall with Poster Viewing

CHALLENGING TARGETS AND PATHWAYS

4:20 Engineering Cytokine Agonists for 
Therapeutic Applications
Shion Lim, PhD, Principal Scientist & Group Leader, Genentech

Cytokines are vital for anti-tumor immunity but face several 
limitations as therapeutic molecules, including pleiotropic activity, 
poor stability and half-life, and dose-limiting toxicity. Different 
engineering approaches to modify the cytokine or turning to 
alternative formats such as antibody mimetics exist to address 
these limitations. In this talk, we describe engineering approaches 
undertaken to develop cytokine Fc fusion and mimetics for 
IL-27 agonism.
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“PEGS provides a truly unique 

opportunity to put scientists together. 

Its networking power even had me 

run into my undergraduate research 

advisor for the first time since 

undergrad 20 years ago!”

Rob D., Technical Representative, CovalX
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MAY 12-13, 202627TH ANNUAL

ENGINEERING ANTIBODIES
New Strategies and Science for Engineering Next-Generaࢼon Biotherapeuࢼcs

4:50 Unlocking Intractable Targets: A Cutting-Edge Platform 
for Advanced Antibody Discovery
Jie Zhou, PhD, Assistant Professor, Radiation and Cellular Oncology, 
Chemistry, University of Chicago

Antibody developability is difܪcult to ensure using traditional phage 
or yeast display platforms, which often yield binders with poor 
biophysical properties compared with those generated by animal 
immunization. To overcome this, we developed a mammalian 
selection platform based on pseudotyped lentiviral display that 
enables direct on-cell selection of antibodies in their native folding 
and secretion environment. This approach generates antibodies 
with markedly improved developability and accelerates discovery 
against challenging targets.

5:20 De novo Design of a Peptide Modulator to 

Reverse Sodium Channel Dysfunction Linked to Cardiac 
Arrhythmias and Epilepsy
Manu Ben-Johny, PhD, Assistant Professor, Physiology and Cellular 
Biophysics, Colombia University

Voltage-gated sodium channels initiate action potentials in neurons 
and muscle. Dysfunction of these channels leads to sustained 
sodium inܫux that underlies various human diseases, including 
cardiac arrhythmias and epilepsy. We used de novo protein 
design to engineer a peptide modulator that restores the proper 
function of these ion channels. These studies demonstrate the 
therapeutic potential of rationally designed biologic agents for 
correcting ion-channel dysfunction across cardiac and neurological 
disease settings.

INNOVATION SHOWCASE

5:50 Sponsored Presentation (Opportunity Available)

6:20 Networking Reception in the Exhibit Hall with 
Poster Viewing

7:20 Close of Engineering Antibodies Conference
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ENGINEERING  
STREAM

MAY 14-15, 20265TH ANNUAL

MACHINE LEARNING FOR PROTEIN ENGINEERING
Streamlining Biologic Development

SUNDAY, MAY 10

2:00 pm Recommended Pre-Conference Short Course

SC1: In silico and Machine Learning Tools for Antibody Design and 
Developability Predictions 
*Separate registration required. See short course page for details.

THURSDAY, MAY 14

7:30 am Registration Open

7:30 From Scientist to Start-Up: An Interactive 
Entrepreneurship Breakfast
Moderator: Catharine Smith, Executive Director, Termeer Foundation

Join us for an interactive breakfast conversation on the journey 
from scientist to entrepreneur, featuring founder, CSO, CEO, and 
investor perspectives. Panelists will share how they navigated the 
leap from postdoc to scientist to startup leadership, from securing 
initial funding and building teams to cultivating networks of 
mentors and advisors.

8:30 Transition to Sessions

8:40 Organizer’s Remarks

USE OF AI IN COMPLEX MODALITIES: 
MULTISPECIFICS AND NOVEL SCAFFOLDS

8:45 Chairperson’s Remarks

Maria Wendt, PhD, Global Head (Vice President) of Digital and 
Biologics Strategy and Innovation, Large Molecule Research, Novel 
Modalities, Synthetic Biology and AI, Sanoܪ

8:50 Towards Multispecifics by Design: Large-Scale Data 
Generation Enabling AI-Based Multispecific Design
Norbert Furtmann, PhD, Head, Biologics AI & Design, Large Molecules 
Research, Sanoܪ
The design of multispeciܪc protein therapeutics presents 
unique challenges that remain largely unaddressed by current 
computational approaches. We discuss critical data gaps in 
this ܪeld and present strategic approaches for generating ܪt-for-
purpose datasets speciܪcally tailored for multispeciܪcs. Through 
practical examples and case studies, we demonstrate how targeted 
computational and machine-learning strategies can support the 
optimization of next-generation multispeciܪc therapeutics.

9:20 Accurate Protein-Binder Design Using BindCraft

Lennart Nickel, Graduate Student, Biotechnology & Bioengineering, 
École Polytechnique Fédérale de Lausanne

Protein-protein interactions are fundamental to biology but remain 
difܪcult to design due to their structural complexity. We introduce 
BindCraft, an open-source platform for de novo protein-binder 
design that achieves high-afܪnity binding without experimental 
optimization or prior binding information. BindCraft enables the 
generation of functional binders for diverse targets including 
receptors, allergens, and nucleases, advancing a “one design one 
binder” paradigm with broad potential in therapeutics, diagnostics, 
and biotechnology.

9:50 Designing Biochemical Function with Generative AI

Rohith Krishna, PhD, Postdoctoral Fellow, Computational Biology & 
Machine Learning, University of Washington

Deep learning has accelerated protein design, but most existing 
methods are restricted to generating protein backbone coordinates 
and often neglect interactions with other biomolecules. I will 
present the next generation of protein design methods that 
include side-chain coordinates for design of more complex 
biomolecular function. Finally, I will show a series of applications 
of these algorithms to design of experimentally characterized 
functional proteins.

10:20 Talk Title to be Announced

Shuji Sato, VP of Innovative Solutions, Business 
Development, MindWalk

10:35 Multimodal Fusion of Empirical 
Structural Data and Deep Learning for 
Improved Modeling of Antibody–
Antigen Complexes
Dan Benjamin, CTO & CoFounder, R&D, Immuto Scientiܪc
We present a multimodal AI framework that fuses radical 
footprinting data with deep learning to more accurately 
model antibody–antigen complexes, including disordered and 
hypervariable interfaces. Using Immuto’s high-throughput radical 
footprinting platform, large-scale structural datasets, comprising 
hundreds of protein complexes, are generated to train AI systems, 
providing solution-state, dynamic data across all protein classes, 
including multipass transmembrane proteins. These experimental 
constraints enable advanced, actionable models for antibody 
engineering, afܪnity maturation, and speciܪcity design.

10:50 Coffee Break in the Exhibit Hall with Poster Viewing

11:00 Entrepeneur Meet-Up

Entrepreneur Meet-Up in the Exhibit Hall.  See Networking Events 
page for more details.

PLENARY FIRESIDE CHAT

11:35 Plenary Fireside Chat Introduction

Eric Smith, PhD, Vice President, Bispeciܪc Antibodies, 
Regeneron Pharmaceuticals, Inc.

11:40 PANEL DISCUSSION: How to Think about 
Designing Smart Biologics in the Age of GenAI: 
Integrating Biology, Technology, and Experience

 

  

Moderator: Christopher J. Langmead, PhD, AI-Driven Molecular 
Design, Danaher Corporation
The conversation will explore:  
• How AI is accelerating early discovery and molecular 
design for biologics
• Emerging strategies for integrating experimental data and 
large language models
• The challenges of data quality, interoperability, and 
interpretability
• The evolving roles of scientists, data, and automation in the 
next generation of discovery labs 

Panelists:
Surge Biswas, PhD, Founder & CEO, Nabla Bio, Inc.
Rebecca Croasdale-Wood, PhD, Senior Director, Augmented 
Biologics Discovery & Design, Biologics Engineering, 
Oncology, AstraZeneca
Joshua Meier, Co-Founder & CEO, Chai Discovery
Maria Wendt, PhD, Global Head (Vice President) of Digital and 
Biologics Strategy and Innovation, Large Molecule Research, 
Novel Modalities, Synthetic Biology and AI, Sanoܪ

12:35 pm Networking Luncheon in the Exhibit Hall and Last 
Chance for Poster Viewing

DEVELOPABILITY AT-SCALE

2:05 Chairperson’s Remarks

M. Frank Erasmus, PhD, Head, Bioinformatics, Speciܪca, an IQVIA 
business
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2:10 Predicting sdAb Biophysical and Developability Properties

Andrei Kamenski, PhD, Senior Data Scientist, Antibody Design, Novo 
Nordisk AS

Single-domain antibodies (sdAbs), such as camelid VHH, are 
a strong focus area in biologics discovery due to their small 
size and modularity. However, the link between sdAb sequence, 
structure, and developability is poorly understood. To bridge 
this gap, we trained machine learning models on custom early-
stage developability datasets, predicting key properties such as 
thermostability, hydrophobicity, and polyreactivity. In this talk, we 
will share our latest scientiܪc and modelling insights.

2:40 Application of AI to Developability Screening, a 
Skeptic’s View

Andrew C.R. Martin, DPhil, Emeritus Professor of Bioinformatics and 
Computational Biology, University College London

AI has been used in bioinformatics since the early 1990s, but 
recent advances, driven by approaches such as protein-language 
and generative models, have revolutionized many areas of life. 
There have been several publications that use such approaches 
for ab initio antibody design, but I for one remain skeptical. 
Nonetheless, there are clear applications for modern AI techniques 
around antibody developability, and improving candidate 
antibody-based drugs.

3:10 TherAbDesign: Bridging AI and Biophysics for Antibody 
Developability Optimization

Amy Wang, PhD, Senior ML Scientist, Prescient Design, Genentech

Antibodies are promising protein therapeutics, but successful 
development requires meeting strict developability criteria. We 
present TherAbDesign, a machine-learning method that evaluates 
and optimizes antibodies based on sequence alone, proposing 
modiܪcations that mimic the biophysical properties of successful 
therapeutics. This approach circumvents computationally expensive 
structure prediction and physics-based calculations. We show 
that this method improves known developability liabilities, such as 
viscosity, without explicitly modeling their mechanism of action.

3:40 Presentation to be Announced

4:10 Networking Refreshment Break

INNOVATION SHOWCASE

4:40 INNOVATION SHOWCASE Presentation 
to be Announced

DEVELOPABILITY AT-SCALE (CONT.)

4:45 Presentation to be Announced

5:10 Benchmarking Language Models for 
Antibody and Nanobody Tasks
Koji Tsuda, PhD, Professor, Computational Biology & Medical Sciences, 
University of Tokyo

Recent advances in protein language models (PLMs) have 
demonstrated strong performance on structure and function 
prediction. To evaluate their performance in nanobody-related 
tasks, we developed a comprehensive benchmark suite, NbBench. 
Benchmarking of eleven models revealed that antibody language 
models excel in antigen-related tasks, while thermostability and 
afܪnity-related talks remain challenging across all models. We 
further discuss how PLMs and their benchmarks could impact on 
antibody research.

5:40 PANEL DISCUSSION: Are In Silico Tools Truly 
Reducing Clinical Failure and Accelerating Development?

Moderator: M. Frank Erasmus, PhD, Head, Bioinformatics, Speciܪca, an 
IQVIA business
• Validity of Proxies
• Manufacturing vs. Efܪcacy
• Generative Bias:
• The Negative Data Gap
• False Positives
• The MHC Limitation
• Predicting Tolerance

Panelists:

Hunter Elliott, PhD, Senior Director, Machine Learning, BigHat 
Biosciences

Sandeep Kumar, PhD, Distinguished Research Fellow, Computational 
Biochemistry and Bioinformatics, Boehringer Ingelheim 
Pharmaceuticals

Andrei Kamenski, PhD, Senior Data Scientist, Antibody Design, Novo 
Nordisk AS

Morten Nielsen, PhD, Professor, Department of Health Technology, 
Technical University of Denmark

6:10 Close of Day

FRIDAY, MAY 15

7:15 am Registration Open

INTERACTIVE ROUNDTABLE DISCUSSIONS

7:30 Interactive Roundtable Discussions with 
Continental Breakfast

Interactive Roundtable Discussions are informal, moderated 
discussions, allowing participants to exchange ideas and 
experiences and develop future collaborations around a focused 
topic. Each discussion will be led by a facilitator who keeps the 
discussion on track and the group engaged. To get the most out 
of this format, please come prepared to share examples from 
your work, be a part of a collective, problem-solving session, 
and participate in active idea sharing. Please visit the Interactive 
Roundtable Discussions page on the conference website for a 
complete listing of topics and descriptions.

TABLE: The AIntibody Challenge: Inaugural Results and 
What’s New in Challenge 2

Andrew R.M. Bradbury, MD, PhD, CSO, Speciܪca, an IQVIA business
M. Frank Erasmus, PhD, Head, Bioinformatics, Speciܪca, an IQVIA 
business

• Review ܪnal results from the initial AIntibody Challenge, which 
included >30 teams across pharma, biotech, academia and AI 
companies. The ܪnal manuscript will be submitted in February and 
published later in Nature Biotech 
• Evaluate target afܪnity, developability (minimum score), and 
submission time

• Discuss plans for the second challenge 

TABLE: From Binding to Application: What Will It Take for 
De Novo Binders to Succeed?

Lennart Nickel, Graduate Student, Biotechnology & Bioengineering, 
École Polytechnique Fédérale de Lausanne

• Are de novo–designed miniproteins moving beyond academic 
proof-of-concept toward robust, reproducible therapeutic platforms?

• What technical, biological, and manufacturing hurdles must 
still be addressed for de novo formats to truly rival antibody-
derived scaffolds?

• In which applications do antibodies and miniproteins naturally 
coexist, and where do miniproteins provide superior performance or 
design freedom?

• What do we know and how much can we predict the 
immunogenicity of de novo protein binders? 
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LAB-IN-THE-LOOP

8:25 Chairperson’s Remarks

Victor Greiff, PhD, Associate Professor, University of Oslo; Director, 
Computational Immunology, IMPRINT

8:30 Better Antibodies Engineered with a 
GLIMPSE of Human Data
Lance Hepler, PhD, Co-Founder, R&D, Inܪnimmune Inc.
Inܪnimmune presents GLIMPSE, an antibody language model 
trained on proprietary human data that achieves state-of-the-
art performance. We used GLIMPSE within our lab-in-a-loop 
platform to engineer an anti-IL-13 antibody, enhancing its drug-like 
properties including potency, extended half-life, afܪnity, stability, 
and manufacturability via liability removal. This work demonstrates 
the practical application of language models for optimizing 
therapeutics while maintaining their humanness, moving beyond 
typical proof-of-concept studies.

9:00 Training Data Composition Determines Machine-
Learning Generalization and Biological Rule Discovery

Victor Greiff, PhD, Associate Professor, University of Oslo; Director, 
Computational Immunology, IMPRINT

We evaluated how different negative-class deܪnitions affect 
generalization and rule discovery in antibody-antigen binding using 
synthetic structure-based data. Models trained with negatives 
more similar to positives had reduced in-distribution performance 
but markedly better out-of-distribution generalization. Ground-
truth analyses revealed that inferred binding rules shift with 
negative set choice, and experimental validation conܪrmed these 
 ndings, emphasizing dataset design for robust, biologicallyܪ
meaningful models.

9:30 Computational Design of Antibody Repertoires

Ariel Tennenhouse, Graduate Student, Biomolecular Sciences, 
Weizmann Institute of Science

We are developing a new strategy for designing repertoires of 
billions of structurally diverse and stable human antibodies. I will 
 rst describe two methods we developed for atomistic antibodyܪ
design that enable this strategy and show that each method 
can optimize antibodies across a variety of criteria without prior 
mutational data. This shows that optimizing native-state energy is 
an excellent ܪrst approach for antibody optimization.

10:00 Presentation to be Announced

10:30 Networking Coffee Break

DE NOVO BIOLOGICS DESIGN: USING AI TO 
CREATE BRAND-NEW ANTIBODIES AND 
PROTEINS FROM SCRATCH

10:44 Chairperson’s Remarks

Surge Biswas, PhD, Founder & CEO, Nabla Bio, Inc.

10:45 From Proof-of-Concept to Proof-of-
Productivity and Scale

Hans M. Bitter, PhD, Head Computational Science, Data Strategy, 
Takeda Pharmaceutical Co. Ltd.

Proof-of-concept has been demonstrated, showing how AI methods 
can be used to design and optimize large molecules. We must shift 
our focus to scaling to maximize the productivity and innovation 
gains. This talk will cover a selection of PoCs and then how we are 
scaling digital biologics at Takeda across our portfolio.

10:55 Massively Multiplexed in vivo Screening of AI-
Designed Proteins Enables Programmable Tissue Targeting

Pierce J. Ogden, PhD, Co-Founder & CSO, Manifold Biotechnologies Inc.

At Manifold Bio, we’ve built a direct-to-vivo platform that connects 
AI-driven protein design to functional data from living systems. 

Using this approach, we generate and evaluate thousands of 
designed binders to novel targets simultaneously in vivo. This 
massively multiplexed framework has yielded functional brain 
shuttles capable of crossing the blood–brain barrier, and we are 
now extending it to other tissues to enable selective delivery of 
diverse therapeutics.

11:05 Push-Button Biologics Design

Surge Biswas, PhD, Founder & CEO, Nabla Bio, Inc.

We recently announced JAM-2, which can design antibodies with 
drug quality properties with high success rates. We’ll discuss these 
results, and also share examples of what successful deployment 
on real drug discovery programs partnered with large pharma 
looks like. We’ll discuss roadblocks and share practical lessons/
advice for how to build teams and infrastructure to ensure AI driven 
biologics discovery delivers real drugs not just headlines.

11:15 PANEL DISCUSSION: De novo Biologics 
Design: Using AI to Create Brand-New Antibodies and 
Proteins from Scratch
Moderator: Surge Biswas, PhD, Founder & CEO, Nabla Bio, Inc.

Panelists:

Hans M. Bitter, PhD, Head Computational Science, Data Strategy, 
Takeda Pharmaceutical Co. Ltd.

Pierce J. Ogden, PhD, Co-Founder & CSO, Manifold Biotechnologies 
Inc.

Maria Wendt, PhD, Global Head (Vice President) of Digital and 
Biologics Strategy and Innovation, Large Molecule Research, Novel 
Modalities, Synthetic Biology and AI, Sanoܪ

12:15 pm Close of Summit
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MAY 11-12

Antibodies for  
Cancer Therapy

AGENDA

MAY 12-13

Emerging Targets for 
Oncology & Beyond

AGENDA

MAY 14-15

Driving Clinical Success in 
Antibody-Drug Conjugates

AGENDA

ONCOLOGY STREAM

The Oncology Stream at the PEGS Boston Summit 2026 will present cutting-edge advances 
in antibody-based therapeutics and targeted cancer modalities, bringing together leaders 
from academia, biotech, and pharma to drive the next wave of innovation. Across three 
focused conferences—Antibodies for Cancer Therapy, Emerging Targets for Oncology and 
Beyond, and Driving Clinical Success in Antibody-Drug Conjugates—attendees will explore 
the latest breakthroughs in T cell engagers, bispecifics, conditional antibodies and novel 
scaffolds; uncover novel tumor-associated, intracellular and “undruggable” targets with the 
help of AI-enabled discovery platforms; and take a deep dive into the evolving ADC landscape, 
including dual payloads, next-generation linkers, and conjugates that integrate degraders, 
cytokines, and oligonucleotides. With case studies of recent clinical successes, insights into 
translational challenges, and showcases of innovative formats and designs, this stream offers 
a comprehensive view of how oncology biologics are reshaping treatment paradigms and 
accelerating precision medicine. 

Emerging Modalities and Targets Driving 

Precision Oncology 

ONCOLOGY STREAM  
CONFERENCES
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SUNDAY, MAY 10

2:00 pm Recommended Pre-Conference Short Course

 
SC5: Safety & Efܪcacy of Bispeciܪcs and ADCs 
*Separate registration required. See short course page for details.

MONDAY, MAY 11

7:00 am Registration and Morning Coffee

8:20 Organizer’s Opening Remarks

COMPARING AND COMBINING TCEs, ADCs, 
CAR Ts AND RADIOIMMUNOTHERAPY

8:25 Chairperson’s Remarks

Daniel A. Vallera, PhD, Lion Scholar; Director, Section on Molecular 
Cancer Therapeutics; Professor, Therapeutic Radiology, University of 
Minnesota Masonic Canc er Center

8:30 KEYNOTE PRESENTATION: Comparing 
TCEs and CAR T Cell Therapies: What Have 
We Learned So Far?

Patrick Baeuerle, PhD, Chief Scientiܪc Advisor, Cullinan 
Therapeutics, Inc.

T cell-engaging antibodies (TCEs) are bispeciܪc, antibody-
based adaptor proteins that connect any kind of cytotoxic 
T cells with select target cells for redirected lysis. Over the 
last three years, TCEs have seen an unparalleled surge in 
approvals as a standalone therapy. A total of twelve TCEs are 
now approved that very effectively treat hematological as well 
as solid-tumor indications. I will in-depth compare TCEs with 
CAR-T cell therapies.

9:00 Optimal Method of Targeting TRBC Alleles in T Cell 
Malignancies: Comparing CAR Ts and ADCs

Suman Paul, MBBS, PhD, Associate Professor, Oncology, Johns 
Hopkins University

T cell cancers are often fatal. Targeting TRBC1 can kill T cell 
cancers while preserving sufܪcient healthy T cells to maintain 
immunity. However, the ܪrst-in-human clinical trial of anti-TRBC1 
CAR T cells reported a low response rate and unexplained loss of 
anti-TRBC1 CAR T cells. We further show that the generation of 
TRBC1-targeting ADCs bypasses this limitation and may produce 
superior responses in patients with T cell cancers.

9:30 Radioimmunotherapy: Engineered Antibody Formats, 
Fusion Proteins, and Combination Therapy
Anna M. Wu, PhD, Chair and Professor, Immunology & Theranostics, 
Center for Theranostic Studies, City of Hope

The development of antibodies for radiopharmaceutical therapy 
continues apace, with recent progress in engineered antibody 
formats and fusion proteins adding versatility to treatment 
approaches. Combination therapies are likely to provide the greatest 
efܪcacy, and prospects for combining radioimmunotherapy with 
modalities including external beam therapy and immunotherapies 
will be described. Clinical examples include targeting CD25 and 
CD38 in hematologic malignancies and CEA in colorectal and other 
adenocarcinomas.

10:00 Presentation to be Announced

10:30 Networking Coffee Break

NEXT-GENERATION DRUG CONJUGATES

11:00 Overcoming the Tumor Penetration Challenge: 
Nanofitin-Based Drug Conjugates for Deep and Efficient 
Tumor Engagement
Mathieu Cinier, PhD, CSO, Afܪlogic
Treating cancer requires balancing cytotoxicity, immune activation, 
and safety to eradicate malignant cells while sparing healthy tissue. 
Nanoܪtin-based drug conjugates combine antibody-like speciܪcity 
with the superior tumor penetration of small scaffolds. Their rapid 
clearance minimizes off-target toxicity while ensuring efܪcient 
payload delivery. In preclinical models, weekly MMAE-Nanoܪtin 
dosing achieved complete tumor inhibition, overcoming diffusion 
and resistance barriers to reach poorly vascularized regions and 
enabling next-generation targeted cancer therapeutics.

11:30 Coupling Tumor-Specific Payload Delivery with a 
Novel Target for Immune Engagement
John Burg, PhD, Senior Director, Protein Sciences, Pheast Therapeutics

Achieving speciܪcity and efܪcacy remain key challenges in 
immuno-oncology. We have developed a bispeciܪc antibody-drug 
conjugate (ADC), integrating a tumor targeting arm with a functional 
arm that enhances immune engagement by a novel mechanism. 
This strategy enables selective payload delivery while amplifying 
the immune response in the tumor microenvironment. Preclinical 
studies demonstrate potent in vitro and in vivo activity.

12:00 pm Session Break

12:10 Luncheon Presentation to be Announced

12:40 Presentation to be Announced

1:10 Session Break

DUAL-TARGETING STRATEGY

1:15 Presentation to be Announced

1:20 Next-Generation 4-1BB T Cell Engaging Bispecific 
Antibody (Grabody T) Demonstrated Clinical Activity and 
Safety Profile
Sang Hoon Lee, PhD, CEO & Founder, ABL Bio Inc.

Ragistomig (ABL503/TJ-L14B) is a bispeciܪc combining PD-L1 
checkpoint pathway with 4-1BB agonistic activity to overcome 
the current limitation of PD-(L)1 therapy and 4-1BB related 
toxicity. ABL503 is full length anti-PD-L1 mAb (Fc-silenced human 
IgG1) fused with scFv of anti-4-1BB engaging mAb. Givastomig 
(ABL111/TJ033721) is a bispeciܪc designed to target tumors 
with CLDN18.2 expression and engage 4-1BB through a unique 
conditional activation mechanism at the tumor sites to avoid 
systemic toxicities.

1:50 Dual-Ig: A Novel Next-Generation T Cell Engager 
Targeting Both CD3 and CD137
Hiroaki Nagano, PhD, Pharmacology Researcher, Discovery 
Pharmacology, Research Division, Chugai Pharmaceutical, Co. Ltd.

TA/CD3 bispeciܪc antibody is a potent approach in cancer 
treatment, but its efܪcacy is limited to tumors with less T cell 
inܪltration. Dual-Ig binds to both CD3 and CD137 in the same Fab 
non-simultaneously, providing Signal 1 and Signal 2 to overcome 
this limitation while preventing off-target killing of TA-negative cells. 
We present the mechanism underlying this non-simultaneously 
binding and demonstrate advantages over conventional 
bispeciܪc antibodies.

2:20 Simultaneous Targeting of Critical Immune 
Checkpoints and Activator by a Novel Multifunctional 
Fusion Protein for Cancer Therapy
Xiaodong Xiao, PhD, CEO, Jecho Laboratories, Inc.

We report a novel fusion protein, V5, for cancer immunotherapy. V5 
contains an enhanced PD-1 ectodomain and a CD80 domain. The 
synergy of PD-1 blockade and T cell activation through CD80 led to 
inhibition of tumors in various animal models and induced immune 
memory. V5 also activates tumor-speciܪc T cells via APCs and 
PD-L2 signaling. Preclinical studies in cynomolgus monkeys show a 
promising safety proܪle, supporting V5s in human studies.
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2:50 Atlas™ Antibody Discovery: Unlocking 
rapid development of human therapeutics
Kit Fuhrman, Associate Director, Business Portfolio Management, JAX 
Mice and Clinical & Research Services, The Jackson Laboratory

Dan Rohrer, Chief Technology Ofܪcer, AbTherx
Atlas™ Antibody Discovery Mouse Platform enables rapid, in-house 
discovery of high-afܪnity, developable antibodies with broad human 
sequence diversity. The platform supports the development of 
monoclonal and bispeciܪc antibodies. The Atlas Binary Fixed Light 
Chain model enables efܪcient hit discovery while maintaining 
strong developability by broadening pairing possibilities with a 
wide range of heavy chains. Built by the experts at AbTherx, Atlas is 
now accessible to diverse immune-oncology programs through the 
Jackson Laboratory. 
The Atlas Binary Fixed Light Chain model broadens pairing 
possibilities by accommodating a wide range of heavy chains, 
facilitating efܪcient hit discovery and maintaining strong 
developability.

3:20 Networking Coffee & Refreshment Break

4:05 Transition to Plenary Keynote Session

PLENARY KEYNOTE

4:15 Plenary Keynote Introduction
Mahiuddin Ahmed, PhD, President and 
CSO, VITRUVIAE

4:25 CARs 2026: New Models 
and New Runways
Michel Sadelain, MD, PhD, Director, Columbia 

University Initiative in Cell Engineering and Therapy (CICET); 
Director, Cell Therapy Initiative, Herbert Irving Comprehensive 
Cancer Center; Professor of Medicine, Columbia University 
Irving Medical Center

T cell engineering holds great promise for the treatment of 
cancers and other pathologies. The original chimeric antigen 
receptor (CAR) prototypes targeting CD19 are now giving way 
to further reܪned receptors endowed with greater sensitivity 
and combinatorial possibilities. Emerging new targets and 
engineering tools augur favorably for broadening the use of 

CAR therapies.

YOUNG SCIENTIST KEYNOTE

5:10 Deep Learning-Based Binder Design to 
Probe Biology
Martin Pacesa, PhD, Assistant Professor, 

Pharmacology, University of Zurich

Protein-protein interactions are central to biology and drug 
discovery, yet traditional antibody generation is slow and 
costly. BindCraft is an open-source, automated computational 
pipeline for de novo protein binder design that routinely yields 
nanomolar binders with 10-100% experimental success, 
without high-throughput screening or maturation. We illustrate 
applications to peptides, cell-surface receptors, allergens, 
and gene editors, and outline how deep-learning workܫows 
can accelerate next-generation therapeutics, diagnostics, and 
bioprocessing.

5:55 Welcome Reception in the Exhibit Hall with Poster Viewing

6:10 Young Scientist Meet-Up

Young Scientist Meet-Up in the Exhibit Hall.  Please see Networking 
Events Page for details.

7:15 Close of Day

TUESDAY, MAY 12

7:45 am Registration and Morning Coffee

IMPROVING T CELL ENGAGER ANTIGEN 
SELECTIVITY AND ANTI-TUMOR ACTIVITY

8:30 Chairperson’s Remarks

David Cole, Head of Research, Accession Therapeutics Inc.; Honorary 
Professor, Cardiff University

8:35 CBX250, a Novel Cathepsin G Peptide-HLA-Targeting 
T Cell Engager that Exhibits High Tumor Antigen Selectivity 
and Potent Antileukemic Activity in Vivo

Scott Chunhua Shi, PhD, Associate Director Institute & Head of 
Biological Discovery, ORBIT Therapeutic Discovery, MD Anderson 
Cancer Center

TCRm represent a promising modality for tumor-therapeutics. We 
have developed a robust TCRm discovery pipeline that enabled 
identiܪcation of the CTSG peptide–HLA-A*02 complex from AML 
blasts, leading to the clinical candidate CBX250 (in collaboration 
with Crossbow Therapeutics). CBX250 demonstrates potent in 

vitro and in vivo efܪcacy without detectable cross-reactivity, and 
US Phase I trials are ongoing. A ܪrst-in-class TCRm×CD3 targeting 
CCNB1 is also in IND-enabling studies to beneܪt more patients.

9:05 Addressing Solid-Tumor Heterogeneity: TROCEPT-
Mediated Activation of a Universal Bispecific T Cell Engager 
via IV Delivery
David Cole, Head of Research, Accession Therapeutics Inc.; Honorary 
Professor, Cardiff University

Tumors are very heterogenous and include immunosuppressive cell 
types, limiting the ability of current therapies to target all cells in the 
tumor with high potency. TROCEPT is a novel immuno-virotherapy 
that only targets cancer cells, and turns them into drug factories. 
We have used this technology to deliver a novel universal bispeciܪc 
T cell engager, that can target all cancer cells, only inside the tumor.

9:35 Combining CD3 and CD28 T Cell Engagers for 
Enhanced Anti-Tumor Activity
Gregory L. Moore, PhD, Executive Director, Protein Engineering, Xencor, 
Inc.

CD3 T cell engagers activate T cells through Signal 1, but solid 
tumors generally lack the costimulatory signals required for full 
activation, potentially leading to anergy and reduced efܪcacy. 
Tumor-targeted CD28 bispeciܪc antibodies that strictly depend 
on concurrent Signal 1 for costimulatory activity represent a key 
advancement in immunotherapy. Adding targeted costimulation 
enhances cytokine production, proliferation, survival, restores 
activity in restimulation settings, and drives stronger anti-tumor 
responses in preclinical models.

10:05 Presentation to be Announced

10:35 Coffee Break in the Exhibit Hall with 
Poster Viewing

NOVEL FORMATS AND ALTERNATIVE 
APPROACHES

11:15 Cytotoxic PD-L1/PD-L2 Dual-Specific Antibodies 
Couple Tumor Stroma Remodeling with Checkpoint 
Blockade to Drive Rejection of “Cold” Cancers
Michael A. Curran, PhD, Founder and SAB Chairman, ImmunoGenesis; 
Associate Professor, Immunology, MD Anderson Cancer Center

PD-1 and PD-L1 blocking antibodies have revolutionized 
immunotherapy of immune-inܪltrated cancers through their capacity 
to revive, amplify and sustain T cell responses. Unfortunately, 
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